SEQUENCE LISTING 



<110> WEI / Ming-Hui-et al , 

<120> ISOLATED HUMAN ENZYME , NUCLEIC ACID 

MOLECULES ENCODING HUMAN ENZYME, AND USES THEREOF 



<130> CL001181DIV2 

<140> (to be assigned) 
<141> 2003-06-26 

<i50> 09/816,088 . 

<151> 2001-03-26 " • 

<150> 09/956,993 
<151> 2001-09-21 

<160> 4 ' 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2071 

<212> DNA 

<213> Homo sapiens 

<400> 1 

tggaggagcc agcggaagga cggtgtgcgg gccggccagc cctggacgaa agaagagggc 60 
ccctccaggc cagtctgggc accctggg'at agcggctgca gccaggcatg gccgactctg 120 
cacaggccca gaagctggtg tacctggtca cagggggctg tggcttcctg ggagagcacg 180 
tggtgcgaat gctgctgcag cgggagcccc ggctcgggga gctgcgggtc tttgaccaac 240 
acctgggtcc ctggctggag gagctgaaga caggtacccg gaacgtgatc gaggcttgtg 300 
tgeagaccgg- aacacggttc ctggtctaca ccagcagcat ggaagttgtg gggcctaaca 360 
ccaaaggtca ccccttctac aggggcaacg aagaeacccc atacgaagca gtgcacaggc 420 
acccctatcc ttgcagcaag gccetggccg agtggctggt. cctggaggcc aacgggagga: 4 80 
aggtccgtgg: ggggctgccc ctggtgacgt gtgcccttcg tcecacgggc atctacggtg 540 
aaggc caeca gatcatgagg gacttctacc gccagggcct gcgcctggga ggttggctct 600 
tccgggccat cccggcctct gtggagcatg geegggtcta tgtgggcaat gttgcctgga 660 
tgcacgtgct ggcagcccgg gagctggagc agegggcage cctgatgggc ggecaggtat 720 
acttctgeta cgatggatca ccctacagga gctacgagga tttcaacatg gagttcctgg 780 
gcccctgcgg actgeggctg gtgggcgccc gcccattgct gccctactgg ctgctggtgt 840 
tcctggctgc cctcaatgcc ctgctgcagt ggctgctgcg gccactggtg ctctacgcac 900 
ccctgctgaa cccctacacg ctggccgtgg ccaacaccac cttcaccgtc agcaccgaca 960 
aggctcagcg ccatttcggc tatgagcccc tgttctcgtg ggaggatagc cggacccgca 1020 
ccattctctg ggtacaggee getaegggtt cagcccagtg acggtggggc tggggcctgg 1080 
aggeccagat acagcacatc cacccaggtc ccgagccctc acaccctgga egggaaggga 1140 
cagctgeatt ccagagcagg aggcagggct ctggggccag aatggctgtc ettgtegtag 1200 
agccctccac attttctttt tcttttttga gacagggtct tgctctgtca cccagactgg 1260 
agtgcagtgg tgtgatcata gctcactgca ccctcaacct . cctgggttca agcaatcctc 1320 
ctgcctcagc ctcctgaaca gctgggacca caggtgcacg ccaccatacc tggctttttt 1380 
ttgttgcttt tagagacagg gtctcactat attgetcaag gctggacttg aactcctggg 1440 
ctcaagtgat cttcccacgt gggcctccca; aaacgctgga actacaagtg tgagccaccg 1500 
cgcctggccc accgcctctc cacattttca atccaggagc cttgagtctg tggctgtgtc 1560 
ctgacacctc cagagttctg agggcegtea ggacacggga gggtttgggg acagagtgtc 1620 
cttcctctgt cctatcatca ccagtcctga tggccgcttg gtgagtgtct ggtgccctgg 1680 
tggcttgccc cagctctctt gtggctttct gagcaggaag cgagcactag gctccacagg 174 0 
ettaegctgt gtctcctgcc agccacacag cgacccatcg gtgcagagtg cagacgeggg 1800 
tgtggfctect ccagcccacc tcagtcectc tttgggaggt gatgttccca ttgtttttca 1860 
aaggcctcac cttcaactgt tctgttttag aattcccctc tggagggcta tggcctccct 1920 
atggtttcac ttcccaccta cttctaccta agt.tccttcc cagcacatcg ccagccctgg 1980 



gcctggggat gtccccaatg ctgtacctgg ctgaccccgfg attaaaagcc tcatccacga 2040 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 2071 

<210> 2 
<211> 31? 
<212> PRT 

<213> Homo sapiens 

<400> 2 , • 

Met Ala Asp Ser Ala Gin Ala Gin Lys Leu Val Tyr Leu Val Thr Gly 

1 5 10 15 

Gly Cys Gly Phe Leu Gly Glu His Val Val Arg Met Leu Leu Gin Arg 

20 25 ",. 30 

Glu Pro Arg Leu Gly Glu Leu Arg Val Phe Asp Gin His Leu Gly Pro 

35 , 40 45 

Trp Leu Glu Glu Leu Lys Thr Gly Thr Arg Asn Val lie Glu Ala Cys 

50 55 60 

Val Gin Thr Gly Thr Arg Phe. Leu Val Tyr Thr Ser Ser Met Glu Val . 
65 * 70 75 ' . 5 89 

Val Gly Pro Asn Thr Lys Gly His Pro Phe Tyr Arg . Gly Asn Glu Asp 

85 90 95 " . 

Thr Pro Tyr Glu Ala Val His Arg His Pro Tyr Pro Cys Ser Lys Ala 

100 105 110 

Leu Ala Glu Trp Leu Val Leu Glu Ala Asn Gly Arg Lys Val Arg Gly 

115 ' . 120 125 

Gly Leu Pro Leu Val Thr Cys Ala Leu Arg Pro Thr Gly .lie. Tyr Gly 

130 135 ; 1 140 ... 

Glu Gly His Gin lie Met Arg Asp Phe Tyr Arg Gin Gly Leu Arg Leu 
145 \ 150 155 160 

Gly Gly Trp Leu Phe Arg Ala. lie Pro Ala Ser Val Glu His Gly Arg 

165 170 175 

Val Tyr Val Gly Asn Val Ala .Trp Met His Val Leu Ala Ala Arg Glu 

180 185 190 

Leu Glii Gin Arg Ala Ala Leu Met Gly Gly Gin Val Tyr Phe Cys Tyr 

195 200 ,- 205 

Asp Gly Ser Pro Tyr Arg Ser Tyr Glu Asp Phe Asn Met Glu Phe Leu 

210 215 220 : 

Gly Pro Cys Gly Leu Arg Leu Val Gly Ala Arg Pro Leu Leu Pro Tyr 
225 230 235 '240 

Trp Leu Leu Val Phe Leu Ala Ala Leu Asn Ala Leu Leu Gin Trp Leu 

245 "' 250 • 255 

Leu Arg Pro Leu Val Leu Tyr Ala Pro Leu Leu Asn Pro Tyr Thr Leu : 

260 265 270 

Ala Val Ala Asn Thr Thr Phe Thr Val Ser Thr Asp Lys Ala Gin Arg 

275 280 . 285 

His Phe Gly Tyr Glu Pro Leu Phe Ser Trp Glu Asp Ser Arg Thr Arg 

290 295 ' < 300 

Thr lie Leu Trp Val Gin Ala Ala Thr Gly Ser Ala Gin 
305 310 315 



<210> 3 

<211> 7301 

<212> DNA ■ 

<213> Homo sapiens 

<400> 3 

atttg.catta gccggtggca. gccaacaggt gcctgttttg gagagaggtc cagggaggag 60 
agatgagcag ggtgccgttg gtgacatggc cagtcatttc aggagctgcc ccaaccccag 120 
acttgcccca gcagtccggg accccactgt gaccaggcag atgctcgaag gagtcagtgg 180 
ctctcttacc cagtgcagat ttccctggag ttccctgcgg gtgacttaga atggccacca 240 
gaggcttagg atgctgcccc aaagagggag ggctcctgga agcagagtcg agagagtcag 3 00 
tgecgggtta gcgggagctg gaggcagagc tgcagctcca ggcctggtgg gcgtggacct 360 



2 



9999tgctgg ctggcaggcg tgctcagggg caggaagtgg gggactcttc cctga.ccatc 420 
gcatctcacc t ctggcagatg gtggccgaca tgcgggagaa gcgctacgtg caggagggca 480 
ttggcagcag ctacctgttc cgggtggacc acgacaccat catcgatgcc accaagtgtg 540 
gcaacctggc cagattcatc aaccactgct gcacggtgcg ccaggggcca gccggggcag 600 
gagttggggg tcggtggggg tggccacggc tcacacgccc ttccatccgc agcctaactg 660 
ctacgccaag gtcatcacca tcgagtccca gaagaagatc gtgatctact ccaagcagcc 720 
cattggcgtg gacgaggaga tcacctacga ctacaagttc ccactggaag acaacaagat 780 
cccgtgtctg tgtggcacag agagctgccg gggctcccta aactgaggtg gggcaggatg 84 0- 
ggtgcccaca cccctattta ttccccctgg tgccctgagc tcccagca.cc cccccagcct 900 
tagtgggctc agcagggccc acatgccccc atctccaagc gtggggttgg gggccccaag 960 
cccagcgagg gagcctcagt ccctggaggc agcttctgce tctcctgtcg cccctgccca 1020 
ccaccccctg attgtttttc tttgcggaga agaagctgta aatgttttgt agcagccagc 1080 
agctgtttcc tgtggaaacc tggggtgccg gcctgtacag attctgtcct ggggggctac 1140 
acagtcctct cgctttgtgt taatggggac ttceccttac gccctgcgtg tacccctccc 1200 
cagtttaggg gtctctgggg cagtggccat gttctccccc tgggggggct ctgcaccccc 1260 
agtcctgggg actccgtgcc tggaaccctg ccteatctgt tcctgccaga cectgagggt 1320 
cacccttcca ccctggtgtc actccccggc tcagccaggc caggatggcg gggtgggtcc 1380 
cfefettgetgg gctggactgt acatatgtta atagcgcaaa cccgacgcca catfetttata 1440 
attgtgatta aactttattg tacaaaagtg tttggtcggt gtatttgggc aggagcgagg 1500 
ggttgggggt agagggcacg gagggttgtg caagttgaag agagggaaaa gtgggtacct 1560 
gaagtgtggg gcaggtaaag gggccttcag gcaagagccc agacctgcag agacagtccg 1620 
agactgtctc ggaccccctg acaggctgca gcagccgcac ccgcaccagg aataccccac 1680 
cagtgcccgc cagggtggtg ccaaggtcag gcctcccctt cctacaatca cagctgcagc 1740 
tggacctccg gcctcctggg aagcGcagca ggagggaagg cctgaggtca cactgtggga 1800 
tgaggtcacc gctggctcca cccacagccc cagacccctt cagcccactc tgcaagttcg 1860 
agcttcatcc ccaccaagtt ctccgctgga cccagatgec agtggagcac agagcggccg 1920 
ccagggggcg cc ttggggca agagtggtgg gggttgtggc. tgggcgggtc tctgttcctg 1980 
gaatggggca ggagggagaa ggaggagcea gcggaaggac ggtgtgcggg ccggccagcc. 2040 
ctggacgaaa gaagagggcc cctccaggcc agtctgggca ccctgggata gcggctgcag 2100 
gtaggcagag gcgctgccag tgeccaggtg gcettteect ccatccggcc cttcccacct 2160 
tcctataacc ttccctccac ctccctcaac tcctggcctc cccacccttt tactgccttc 2220 
aaatctctct cccfcaaaccc tgaccccttc ctgcacccca agcccgcccc tctctccgta 2280 
actcagccat cagcaggggc agacggcagg tggcctggtt gctgcagctc ccaggatcag 2340 
ctctgccctc ccgccaaacg ccagcctcgt caccgctcca gggcacctcc agcagtaaca 2400 
ggtggttgca gcaggtggca gccagcccct ggatgagcea aggtctcttc cccagccagg 2460 
catggcGgac tctgcacagg cceagaagct ggtgtacctg gtcacagggg gctgtggctt 2520 
cctgggagag cacgtggtgc gaatgctgct gcagcgggag ccccggctcg gggagctgcg 2580 . 
ggtctttgac caacacctgg gtccctggct ggaggagctg aagacaggtt cttgttgggg 2640 
gagcttgtgg tggagagggt gtggacgctt ccccaaccct tcccaagctg ggatccccac 2700 
ccctgeagtg gaacagatga tgctggtttc 'tgtccacatg gatgggtcga gtgagtcaca 2760 
ttgggaacgt gactccaggg tggaagatga acccagcctc tggcctctgg ccccagctct 2820 
gacatggcct gtgtcctcca accccggcca gggcctgtga gggtgactgc catccagggg 2880 
gacgtgaccc aggcccatga ggtggcagca gctgtggccg gagcccatgt ggtcatccac 2940 
acggctgggc tggtagacgt gtttggcagg gccagtccca agaccatcca tgaggtcaac 3000 
gtgcagggtg aggagctctg gacactcctg gccatctfcgc , ctgtttgttc cccactctgt. 3060 
ctttggcctt gacctccggt gactcccctg ggacaagttg tcctattgac agccctgccc 3120. 
ccgcctcccc tgacctgtca tggttttccc tggacctggg atggggagga ggaagatgca 3180 
gagagggaag aagctgcagc ttggatacgc ctcctcctct gccaggtacc cggaacgtga 3240 
tcgaggcttg tgtgcagacc ggaacacggt tcctggtcta caccagcagc atggaagttg 3300 
tggggcctaa caccaaaggt caccccttct acaggtgagt ggcaggccct cttgtcctct 3360 
aagagcccat ttccctcagc attgagtctt ccttctcctc ccaccagggg caacgaagac 3420 
"accccatacg aagcagtgca caggcacccc tatccttgca gcaaggccct ggccgagtgg 3480 
ctggtcctgg aggccaacgg" gaggaaggtg agcccagaaa aaggaggcgc agagatgggg 3540 
ctcctgccct gcacaccccc ttaccctgcc agcccaagga ggccggggcc gagagcaagc 3600 
tgtcgggtcc caggtctcag cagtacctgc ctttgccacc aggt'ccgtgg ggggctgccc 3660 
ct ggtg ac g t gtgcccttcg tcccacgggc atctacggtg aaggccacca gatcatgagg 3720 
gacttctacc gccagggcct gcgcctggga ggttggctct tccgggccat cccggcctct 3780 
gtggagcatg gccgggtcta tgtgggtgag gactgggcta ggcaggggga ggctgagaat 3840 
atggcaggag gacttgctct agaagggggc aggacccaca tggccctggg agagaagtgt 3900 
ggactctggc tagaaaaata tggtctatac atgggccaag gtagactgtg attatgtctc 3960 
cacagcctgc agagaataca ggatccatgc aagttgggac attaaaaagt . gtatcatagg 4020 
ctacagagaa gattgcagct atgggagcag ccattcccca ggagaggaga ggagagggac 4080 
agtgtgtaca Gagcactaaa agggctgggt tcagtggctc gcatctataa tcccagcact 4140 
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ttaggaggct gaggcgggag gatggcctga gcccaggagt tggaggctgc agtgagctat 4200 
gaccgcacca ctgcactcca gcctggatga cagagacaga ccctgtctct aaaacttttt 4260 
ttaaaggaag tagcatctac acagggaata aggtcacctg ccactccatc ctgcagtccc 4320 
caagcctctc agggcccacc acgcaggtcc tggtttctct atcctctccc caggttcttt 4380 
gcagatgcag gctggcccag gagagcaagt gactaccagg gcgagggaga aggcagcctt 4440 
tcccaggctg ctgtggggat gtgggcggca actacctggg cccaaagagg gggtggccca 4500 
ggagagcagc ctcgatgtgg tgttgcaagg gcactcaggg gtgtgtccgc ctctcttccg 4560 
ccaccggcag gcaatgttgc ctggatgcac gtgctggcag cccgggagct ggagcagcgg 4620 
gcagccctga tgggcggcca ggtatacttc tgctacgatg gatcacccta caggagctac 4680 
gaggatttca acatggagtt cctgggcccc tgcggactgc ggctggtggg cgcccgccca 4740 
ttgctgccct actggctgct ggtgttcctg gctgccctca atgccctgct gcagtggctg 4800 
ctgcggccac tggtgctcta cgcacccctg ctgaacccct acacgctggc cgtggccaac 4 860 
accaccttca ccgtcagcac cgacaaggct cagcgccatt tcggctatga gcccctgttc 4920. 
tcgtgggagg atagccggac ccgcaccatt ctctgggtac aggccgctac gggttcagcc 4980 
cagtgacggt ggggctgggg cctggaggcc cagatacagc acatccaccc aggtcccgag 5040: 
ccctcacacc ctggacggga agggacagct gcattccaga gcaggaggca gggcttctgg 5100 
ggccagaatg gctgtccttg tcgtagagcc ctccacattt tctttttctt ttttgagaca 5160 
gggtcttgct ctgtcaccca gactggagtg cagtggtgtg ateatagctc actgcaccct 5220 
caacctcctg ggttcaagca atcctcctgc ctcagcctcc ttgaacagct gggaccacag 5280 
gtgcacgcca cGacacctgg ctttt'ttttg ttgtttttag agacagggtc tcactatatt 5340 
gctcaggctg gtcttgaact cctgggctca agtgatcttc ccacgtgggc ctcceaaaac 5400 
gctggaacta caiagtgtgag ccaccgcgGC tggcccaagc cctccacatt tteaatccag 5460 
gagccttgag tctgtgttgt gtcctgacac ctccaagttc tagggccgtc aggacacggg 5520 
a 99gtttggg gacagagtgt ccttcctctg tcctctcatc ccagtcctga .tggcegcttg 5580 
gtgagtgtct ggtgccctgg tggcctgccc cagct'ctctt ctggctttct gagcaggaag 5640 
cgagcagagg ctccacaggc ttacgctgct ctcctgacag "ccacacgcga ccctcggtgc 5700 
agagtgcaga ggcggctctg gttcetccag ccacctcagt cectctttgg gaggtgatgt 5760 
tcccattgtt ttteaaaggc ctcaccttca actgtctgtc ttagaattcc cctctggagg 5820 
gctatggcct. ccctatgctt tcacttccca cctctctacc taagttcctt cccagcacat 5880 
cgccagccct gggcctgggg atgtccccaa tgctgtacct ggctgacccc ggattaaaag 5940 
cctcatccac gaccgtgtcc atctgtctgt ccagctcfccc ctcccatccc cccaccccat 6000 
gtccgcctec ccacggcgcc catcccaGgt ggggacagaa ggaagtgagc acacggcaca 6060 
cccgctgttg gattggttgc tatttctccc gtcccacagg gcctgacctg gcccagggtg 6120 
999tgggggg ctctggggac aggacatgca gggaggaagg ggggggcagg attttcctgt 6180 
gttttatcca tttgcaagtt ggtcaccaat agaaatggga ctctgagggc taacagaaat 6240 
gggactctga gggctaacag gagagggcgg cctggctctg ggccccagcc aggccccagg 6300 
agtcctgtcc cctctgagaa ggggagggag agagctctag aaaccaacgg agaaacagag 6360 
aagggggcag gggctcatgt cagcaaacac ggctacatca cgtgacacgc cagtgacaca 6420 
gaaacacacg ccaacgcaca cggctgcaca gcgggcaggg gcggttaggg gaaagggage 6480 
cggggccacc catcttgtcc tctgcagggc gggctggggg gcagggtgaa tgcatagaac 6540 
acatcatgtg tacacgctca gggcgtggca agagcgtgcg tcgacccacg ggtacatggg 6600 
atggacacgc agtgtgcttc atgaggggtg ggaacaggga ggagggggaa gaggaagcac 6660 
tgagccctgg ccaggcccgg gaccacccgc agggeacacg tggggcacat gtgggctcaa 6720 
tggttgcagg cgcctgggca ggtagcacac atttgtccaa gaacatgcaa aagacaccag 6780 
cctccagaca acatgccagg acgcacacag acagcagcca acaagcaggc acatcatagg 6840 
at 9 t g9 a 99 a cgcatagaaa gggcacagca gacccttaga gatcccctgg tccacctgag 6900 
gcccagagat gggcagctgt gggcccaatg ccactccagg tggggggagt ggtgccccag 6960 
ccacgcttca acccttctcc tgtggcccca aggccgtggg acttccggaa acacctgggc 7020 
tgaatggggg tcctgtccag gcggccggaa gaggggactg ggggctgggg cctgctctga 7080 
tgtctcccaa gcagcccgag atgggagcag gagggccgtg gccagacttg gggcagactt 7140 
cctgtcctgc agaggggcgt tctgggaagg gacaggcagg cccceagctc aggacagcce 7200 
acctggggtt acgcacgtgg ccacactgac acacacacag gacaagggag agctcggctg 7260 
tctgagctcg ggtagaggtg gaggggtact gtgttctggg a 7301 

<210> 4 ' 
<211> 369 
<212> PRT 

<213> Homo sapiens - 
<400> 4 

Met Ala Asp Ser Ala Gin Ala Gin Lys Leu Val Tyr Leu Val Thr Gly 

1 5 , 10 15 

Gly Cys Gly Phe Leu Gly Glu His Val Val Arg Met Leu Leu Gin Arg 
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20 


25 






30 




Glu Pro Arg 


Leu 


Gly Glu Leu Arg Val Phe 


Asp Gin 


His 


Leu 


Gly Pro 


35 




4 0 




45 






Trp Leu Glu 


Glu 


Leu Lys Thr Gly. Pro Val 


Arg Val 


Thr 


Ala 


lie Gin 


50 




55 ■ 


60 








Gly Asp Val^ 


Thr 


Gin Ala His Glu Val Ala 


Ala Ala 


Val 


Ala 


Gly Ala 


65 




70 ( 


75 . 






80 


His Val Val 


lie 


His Thr Ala Gly Leu Val 


Asp Val 


Phe 


Gly 


Arg Al a 






85 90 






95 


Ser Pro Lys 


Thr 


lie His Glu Val Asn Val 


Gin Gly Thr 


Ara 


Asn Val 




100 


; • 105 






110 




lie Glu Ala 


Cys 


Val Gin Thr Gly Thr Arg 


Phe Leu 


Val 


' Tvr 


Thr Ser 


115 




120 




125 






Ser Met Glu 


Val 


Val Gly Pro Asn Thr Lys 


Gly His Pro 


Phe 


Tyr Arg 


130 




'13 5, 


140 








Gly Asn Glu 


Asp 


Thr Pro Tyr Glu Ala Val 


His Arg 


His 


Pro 


Tyr Pro 


145 




150 


.155 ,"' 






160 


Cys Ser Lys 


Ala 


Leu Ala Glu Trp Leu. Val 


Leu Glu Ala 


Asn 


Gly Arg 






.165 170 








175 


Lys Val Arg 


Gly 


Gly Leu Pro Leu Val Thr 


Cys. Ala 


Leu 


Ara 


Pro Thr 




180 


185 






190 




Gly lie Tyr 


Gly 


Glu Gly His Gin lie Met 


Arg Asp 


Phe 


Tvr 


Arg Gin 


. 195 




200 




205 






Gly Leu Arg 


Leu 


Gly Gly Trp Leu Phe Arg 


Ala lie 


Pro 


Ala 


Ser Val 


210 




215 


220 








Glu His Gly 


Arg 


Val Tyr Val Gly Ash Val 


Ala Trp .Met 


His 


Val Leu 


225 




230 


235 






240 


Ala Ala Arg 


Glu 


Leu Glu Gin Arg Ala Ala 


Leu Met Gly 


Gly 


Gin Val 






245 ; .. 250 








255 i 


Tyr Phe Cys 


Tyr 


Asp Gly Ser ' Pro His Arg 


Ser Tyr Glii 


Asp 


Phe Asn 




260 


265 






270 




Met Glu Phe 


Leu 


Gly Pro Cys Gly Leu Arg 


Leu Val 


Gly 


Ala 


Arg • Pro 


2 75 




'280 




285 






Leu Leu Pro 


Tvr 


Trp Leu Leu Val Phe Leu. 


Ala Ala 


Leu 


Asn 


Al z\ Ti*=>n 
nxa - Lieu 


290 




; .295 


300 








Leu Gin Trp 


Leu 


Leu Arg Pro Leu Val Leu 


Tyr Ala 


Pro 


Leu 


Leu Asn 


305 




310 


315 






320 


Pro Tyr Thr 


Leu 


Ala Val Ala Asn Ala Thr 


Phe Thr 


Val 


Ser 


Thr Asp 






325 330 








335 


Lys Ala Gin 


Arg 


His Phe Gly Tyr Glu Pro 


Leu Phe 


Ser 


Trp 


Glu Asp 




340 


345 






350 


Ser Arg Thr 


Arg 


Thr lie Leu Trp Val Glh 


Ala Ala 


Thr 


Gly 


Ser Ala 


355 




360 




365 







Gin 



5 



